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1.-4' '. (Canceled) 



SEQ ID NO 3, SEQ ID NO. 4, SEQ ID NO: 5, or SEQ ID NO: 6, 
or an RNA equivalent thereof, 

or a nucleic acid complementary to said isolated molecule, capable of base-pairing 
according to the standard Watson-Crick complementarity rules, 

or a nucleic acid substantially complementary to said isolated molecule which is 
capable of h/bridizing to the nucleic acid molecule under the following stringent conditions: 

hybrdization at 40°-65°C for 14-16 hours in a hybridization solution at ph 7,8, 
containing 09M NaCl, 0.12 M Tris-HCl, 6nM EDTA, O.IM sodium phosphate buffer, 0.1% 
SDS and 0. 1 % polyvinylpyrrolidone, 

followed by three 15-minute washes at 40°-65°C to remove unbound probes in a 
solution at ptt 7, containing 0.075 M NaCl, 0,0075 M Na Citrate and 0 1% SDS. 

49_— fil- (Canceled) 

52, (Previously Presented) The isolated nucleic acid molecule consisting of 
the nucleotide sequence of SEQ ID NO: 6. 

33, (Previously Presented) An isolated nucleic acid molecule comprising a 
nucleotide sequence of SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID NO: 5, or SEQ ID NO: 6, 
or an RNA equivalent thereof, 

or a nucleic acid complementary to said isolated molecule, capable of base-pairing 
according to the standard Watson-Crick complementarity rules. 

54. (Cancelled) 

55. (Previously Presented) A probe which 



48. 



(Previously Presented) 



An isolated nucleic acid molecule consisting of 



-2- 



CaBTEC-0002 



PAffi 2/5 1 RCVD AT 4/27/2006 2:20:43 PM pastern Daylight Time] • SVR;USPT0«EFXRF-1/6 1 DNIS:2738300 * CSD:7032436410 * DURATION (rran-ss):0140 



:Apr-27-$S 01 :29pm Frora-MI LLEN , WHITE, ZELANO & BRAN I GAN 7032436410 T-805 P. 03/05 F-670 

Amendment After Decision an Appeal Serial No, 09/027^439 

BEST AVAILABLE COPY 

a) targets Shigella fiexneri comprising a fragment greater than 10 to 40 bases in 
length of a nucleotide sequence SEQ ID NO: 3, an RNA equivalent thereof; or a nucleic acid 
complement; uy to said molecule, capable of base-pairing according to the standard Watson- 
Crick compl :mentarity rules, 

b) targets Shigella sonnei comprising a fragment greater than 10 to 40 bases in 
length of a nucleotide sequence SEQ ID NO: 4, an RNA equivalent thereof, or a nucleic acid 
complement *ry to said molecule, capable of base-pairing according to the standard Watson- 
Cnck compl ?mentarity rules, 

c) targets Shigella dysenreriae comprising a fragment greater than 10 to 40 bases 
in length of a nucleotide sequence SEQ ID NO: 5. an RNA equivalent thereof, or a nucleic 
acid complementary to said molecule, capable of base-pairing according to the standard 
Watson-Crick complementarity rules, 

or 

d) targets Shigella boydii comprising a fragment greater than 10 to 40 bases in 
length of a r ucleotide sequence SEQ ID NO: 6, an RNA equivalent thereof, or a nucleic acid 
complement iry to said molecule, capable of base-pairing according to the standard Watson- 
Crick complementarity rules. 

56. (Previously Presented) A probe which 

a) targets Shigella flexnen consisting of a fragment greater than 10 to 40 bases in 
length of a r ucleotide sequence SEQ ID NO: 3, an RNA equivalent thereof or a nucleic acid 
complement try to said molecule, capable of base-pairing according to The standard Watson- 
Crick compl ^mentarity rules, 

bj targets Shigella sonnei consisting of a fragment greater than 10 to 40 bases in 
length of a r ucleotide sequence SEQ ID NO: 4, an RNA equivalent thereof, or a nucleic acid 
complement iry to said molecule, capable of base-pairing according to the standard Watson- 
Crick complementarity rules, 

c) targets Shigella dysenteriae consisting of a fragment greater than 10 to 40 
bases in length of a nucleotide sequence SEQ ID NO: 5, an RNA equivalent thereof, or a 
nucleic acid complementary to said molecule, capable of base-pairing according to the 
standard Watson-Crick complementarity rules, 

or 
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d) targets Shigella boydii consisting of a fragment greater than 10 to 40 bases in 
length of a nocleotide sequence SEQ ID NO: 6. an RNA equivalent Thereof, or a nucleic acid 
coroplementiiry to said molecule, capable of base-pairing according to the standard Watson- 
Crick complementarity rules, 

57. (Previously Presented) A probe as in claim 55 which comprises 15-25 
bases in length. 

58. (Previously Presented) A probe as in claim 56 which comprises 15-25 
bases in length. 
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